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Table S1. Detailed demographic and clinical data of 20 individual study participants.

Patient ID  Group  Age (years) Gender  BMI (kg/m?) K-L Radiographic Grade Exclusion Criteria Compliance

0OA-01 OA 58 Female 26.3 Grade 3 Yes
0A-02 OA 67 Female 29.8 Grade 4 Yes
0A-03 OA 62 Male 25.1 Grade 3 Yes
0OA-04 OA 70 Female 31.2 Grade 4 Yes
0A-05 OA 63 Female 27.5 Grade 3 Yes
0A-06 OA 69 Male 28.7 Grade 3 Yes
0A-07 OA 65 Female 26.9 Grade 3 Yes
0A-08 OA 65 Female 29.1 Grade 3 Yes
0A-09 OA 67 Male 27.8 Grade 3 Yes
OA-10 OA 69 Female 30.5 Grade 4 Yes
CON-01 CON 56 Male 26.7 Grade 0 Yes
CON-02 CON 62 Female 259 Grade 0 Yes
CON-03 CON 53 Female 28.3 Grade 0 Yes
CON-04 CON 65 Male 27.1 Grade 0 Yes
CON-05 CON 58 Female 26.5 Grade 0 Yes
CON-06 CON 49 Male 29.2 Grade 0 Yes
CON-07 CON 55 Female 27.8 Grade 0 Yes
CON-08 CON 61 Male 25.7 Grade 0 Yes
CON-09 CON 51 Female 28.5 Grade 0 Yes
CON-10 CON 57 Female 26.9 Grade 0 Yes

Table S2. Primer sequences of target genes and endogenous reference gene.

Gene Primer Sequence (5'-3")
Forward TCAAGAAGGTGGTGAAGCAGG
Homo GAPDH Reverse TCAAAGGTGGAGGAGTGGGT
TNFSF11 Forward GATGGTGGATGGCTCATGGT
Reverse TTGGAGATCTTGGCCCAACC
Forward TGCAGCTCAACAAGGACACA
TNFRSF11A Reverse TCCAGGGTCTGCATTTGTCC
MMP9 Forward ACCTTCACTCGCGTGTACAG
Reverse GGACCACAACTCGTCATCGT
MMP1 Forward AGAGCAGATGTGGACCATGC
Reverse TTGTCCCGATGATCTCCCCT
FCGRIA Forward TGGCACCTACCATTGCTCAG
Reverse GTGGGGATGTCACAGATGCA
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