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1. The AI Revolution in Life Sciences: A New Era Begins

Artificial intelligence (Al) is everywhere, seamlessly integrating into our daily lives, from voice assistants
like Siri and Alexa to recommendation algorithms on Netflix and YouTube. In recent years Al has also been
making significant strides in the life sciences, with applications spanning drug discovery, genomics, structural
biology, and clinical medicine. Some of the most notable recent applications include:

e  DeepMind’s AlphaFold [1] and Meta’s ESMFold [2] have revolutionized protein structure prediction and
facilitated structural studies across multiple biological domains.

e  Al-Based protein engineering methods are enabling the design of de novo proteins with tailored functions
[31].

e Al models, such as those developed by Insilico Medicine [4], are generating novel molecular structures
tailored for specific protein targets.

e  Transformers are revolutionizing single-cell genomics and proteomics by improving data integration, spatial
analysis, and cell-type classification [5].

e  Protein language models enable accurate genome-wide disease variant effect prediction [6].

e  Al-powered algorithms for clinical decision support are transforming modern medicine by enhancing
diagnostic accuracy, optimizing treatment strategies, and improving patient outcomes [7].

The proliferation of Al in life sciences has been accelerated by powerful software libraries such as Keras
(keras.io), TensorFlow (www.tensorflow.org), and PyTorch (pytorch.org), which have lowered technical barriers
and democratized access to deep learning applications in biology and medicine.

2. Bridging the Divide: A Journal for AI-Driven Biology

Al is thus no longer a futuristic concept in life sciences—it is a driving force shaping our understanding of
biology at an unprecedented scale. However, as Al-driven research in biology expands rapidly, a crucial gap has
emerged: existing journals are either too broad, covering all aspects of Al, or too specialized, limiting their focus
to isolated subfields of life sciences. Most Al journals prioritize algorithmic innovations, often neglecting
biological context and experimental validation. Conversely, life science journals incorporating Al contributions
frequently lack sufficient depth in machine learning methodology. LifeA! is designed to bridge this gap by serving
as a dedicated venue for research at the intersection of Al and the life sciences, ensuring rigorous evaluation of
both computational methods and their biological implications.

3. LifeAl: More than a Journal, a Community

LifeAI is not merely about AI—it is about life. It is committed to uniting computational breakthroughs with
tangible biological insights. Beyond publishing cutting-edge research, LifeAl aspires to serve as a hub for the
rapidly growing Al-in-life-sciences community by:

e  Providing open-access publishing to ensure broad dissemination of knowledge
e  Encouraging interdisciplinary collaborations, fostering special issues that bring together Al researchers,
biologists, and clinicians

Copyright: © 2025 by the authors. This is an open access article under the terms and conditions of the Creative Commons
Attribution (CC BY) license (https:/creativecommons.org/licenses/by/4.0/).
BY

Publisher’s Note: Scilight stays neutral with regard to jurisdictional claims in published maps and institutional affiliations.


https://creativecommons.org/licenses/by/4.0/

Frishman LifeAl 2025, 1(1), 1

e  Promoting reproducibility by emphasizing rigorous benchmarking and mandating access to code and data
e  Building partnerships with Al and life science conferences

So, is LifeAI just another Al journal? We hope to establish it as the premier venue where Al meets biology
with purpose. Join us in shaping the future of Al-driven life sciences.
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